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Results: Sample-specific biomarker signature
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Actionable mutations now guide first-line targeted therapies in non-small cell lung cancer (NSCLC), but resistance often reduces oo B Poe e across the cohort. Pan-TRK, BRAF, and ROS1 showed very

long-term effectiveness. Immune checkpoint inhibitors (ICls) provide meaningful benefit for selected patients, and emerging evidence o8 | Bl strongly positive

suggests potential synergy between targeted agents and immunotherapy—especially in tumors harboring rare biomarkers. This study | cosvicoseor:
investigates how actionable molecular alterations relate to the tumor immune contexture, with the goal of informing future combination
treatment strategies.
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N |ICl-based therapy. IHC remains an essential, cost-effective first-line method for NSCLC biomarker screening, with reflex testing improving accuracy
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